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Malagueña goat is one of the most dairy goat breeds in the world with an average production of 500 liters of milk, per female, 
per year; with approximately 300,000 animals. 
Currently, the Malagueña goat breed improvement program, is based on the selection of the best individuals based on 
morphologic criteria. So that, a greater number of morphological skills exist in a specimen, better genetic evaluation is 
assigned. 
On the other hand, for years it has been studying the association of molecular genetic markers with cheese production. 
Specifically, they have been described in several global locations even 18 alleles of the caseins directly related to the total 
protein content. There are described alleles of high, medium, low and zero protein production.  
In this paper we perform a genetic identification by genotyping of these alleles to validate the program to improve the Malaga 
goat breed. 
Methods:  
The DNA is obtained by extraction from blood and/or hair for later identification of each copy of haplotype.  
To this end, we perform 4 levels of diagnostic PCRs that allows us to separate high production alleles from others.  
Comparing the allelic frequencies obtained in a selected group as producers, with a low production control group we can 
validate the polymorphism of α-S1-casein protein as a marker of individual milk production. 
Results:  
Assuming that the in process method will be validated, the results will be applied to design a controlled crosses program  
aimed to improve the cheese degree apply. 
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